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The Rise and Fall of SARS-CoV-2 Variants

A Ascensiao e Queda das Variantes de SARS-CoV-2
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Dear Editor,

As the pandemic evolves, Portugal and countries world-
wide are facing the threat of the emergence of new SARS-
CoV-2 variants, which represent potential game-changers
in this fight. One of the most recently detected variants was
the Mu variant (B.1.621). It was classified on August 30
by the World Health Organization as a variant of interest
for presenting mutations that are shared with some of the
variants of concern and that suggest a potential property of
immunological escape.’ This lineage carries several Spike
protein mutations, some common with other variants of con-
cern, while others are new. Indeed, experimental studies
demonstrated that the Mu variant could escape humoral im-
munity acquired from infection from previous strains or vac-
cines.? At that point, further studies were required to assess
the biological and epidemiological roles of the substitution
pattern found.

However, the scientific community’s interest quickly
faded in parallel with the favorable epidemiological evolu-
tion of the new variant. In terms of cases sequenced, the
global prevalence rate has been increasing since January,
peaked in mid-July and then declined, being consistently
below 0.2% (spectrum). In Portugal, it was reported firstly
at the end of May, and, until now, a total of 24 cases were
sequenced; a decreasing trend was observed, representing
0% of sequenced cases since August.® Thus, the Mu threat
seems to have been quelled. However, its emergence re-
minds us that the tracking of SARS-CoV-2 variants is cru-
cial. The first Italian cluster of the SARS-CoV-2 B.1.621
lineage was associated with a traveler from Colombia,
which underlines that surveillance of SARS-CoV-2 genomic
evolution is essential to limit the spread of new lineages to
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different countries.*

At the moment, a new Delta sublineage (AY.4.2) is aris-
ing in England and was classified as ‘variant under investi-
gation’ on October 22" by the UK Health Security Agency.®
It contains two mutations in the Spike protein, already found
in other lineages and has been suggested that it might be
10% to 15% more transmissible than the original Delta vari-
ant.® The first cases emerged in late June and represent
up to now less than 1% of cases sequenced worldwide.?
In Portugal, nine cases were sequenced, and the respec-
tive epidemiological contexts are under investigation.® Fur-
ther studies concerning the ability to escape immunity are
needed.

As countries gradually resume pre-pandemic activities,
risk assessments should continue to be conducted system-
atically, updating the global lists of variants to support pri-
ority setting for surveillance and research, and ultimately
guide response strategies.
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